Key indicators: single-crystal X-ray study; T = 110 K; mean (C-C) = 0.014 Å; R factor = 0.071; wR factor = 0.183; data-to-parameter ratio = 20.3.
Experimental
Crystal data [CuBr 2 (C 8 Refinement R[F 2 > 2(F 2 )] = 0.071 wR(F 2 ) = 0.183 S = 1.07 2758 reflections 136 parameters 24 restraints H-atom parameters constrained Á max = 2.51 e Å À3 Á min = À1.98 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Oxford Diffraction, 2007); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Oxford Diffraction, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
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Comment
In this study, the title compound was prepared and its structure determined by X-ray analysis. Owing to the Jahn-Teller distortion (Jahn & Teller, 1937) , the Cu(II) center adopts an axially distorted octahedral CuN 4 Br 2 conformation with the axial positions are occupied by the bromide anions. The equatorial positions are occupied by the N 4 set of donor nitrogen atoms and the Cu1 lies in the N 4 plane; maximum deviation of any atom from the mean-plane formed by CuN 4 fragment being 0.042 (4) for N3. The structure of a related compound containing the same linear tetramine, has been reported (Lee et al. 1986 ) and its structural features compared with those of other linear Cu(II) aliphatic tetraamines of the type H 2 N(CH 2 ) l NH-(CH 2 ) m NH(CH 2 ) n NH 2 where l, m and n are 2 or 3. From this it can be seen that in the title complex, the equatorial Cu-N bond distances range from 2.005 (8) to 2.046 (8) Å and are in the normal range for such bonds. However, the axial Cu-Br distances are elongated at 2.8616 (17) and 2.9402 (17) Å, thus the 6-coordinate Cu complex shows the usual Jahn-Teller distortion. All amine H's participate in either inter or intramolecular hydrogen bonding to the Br anions.
Experimental
The title compound was obtained as a byproduct of an attempt to prepare copper complexes of ethylenediamine N,Nbis(propylsalicylaldimine). A solution of N, N-bis(3-aminopropylethylene)diamine (5 g, 30.52 mmol) in methanol (20 ml) was added dropwise to a solution of salicylaldehyde (7.45 g, 61.04 mmol) in methanol (20 ml). The mixture was refluxed overnight while stirring with magnetic stirrer. Then the reaction mixture was evaporated under reduced pressure. An oily orange product was obtained which later solidified into a yellow compound, [2-(3-amino-propylamino)-ethyl]-propane-1,3diamine-bis(salicyladimine), used as a ligand (H 2 L 4 ) in the subsequent reaction. The synthesis of the title complex was achieved by the reaction of CuBr (1.5 g, 10.5 mmol) in methanol (20 ml) with of the ligand H 2 L 4 (2 g, 5.2 mmol) dissolved in CH 2 Cl 2 (25 ml). The ligand solution was added drop-wise to the solution of the metal salt and stirred at room temperature for 24 h. The mixture was then concentrated by evaporation under reduced pressure to afford a thick greenish liquid. Part of the complex was dissolved in dimethyl formamide (DMF), filtered and layered with diethyl ether for slow diffusion and X-ray quality crystals were obtained.
Refinement
H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with a C-H distance of 0.99 Å and N-H distances of 0.92 (primary amine) and 0.93 (secondary amine) with U iso (H) = 1.2U eq (C, N). Even though a face-indexed absorption correction was carried out, the thermal parameters for C3, C6, C7, and N4 atoms did not behave well and thus were restrained using ISOR command in SHELXL. The crystal was originally refined as a racemic twin with components 0.87 (3):0.13 (3). However, as the absolute configuration was not established unambiguously, the data were merged. In addition, the highest peak (2.50 e -/Å 3 , 0.70 Å from Cu) and deepest hole (-1.98 e -/Å 3 , 0.54 Å from Br2) are indicative of the problems with both the racemic twinning and absorption effects. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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